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LOCUS S77464 416 aa linear BCT 20-JUN-2000 

DEFINITION 3-oxoacyl- [acyl-carrier-protein] synthase (EC 2.3.1.41) beta chain 

- Synechocystis sp. (strain PCC 6803) . 
ACCESSION S77464 
VERSION S77464 GI:7433748 

DBSOURCE pir: locus S77464; 

summary: #length 416 #molecular-weight 44004 #checksum 1268 
genetic: #gene fabF 

superf amily : 3-oxoacyl- [acyl-carrier-protein] synthase I; 

3-oxoacyl- [acyl-carrier-protein] synthase I homology 

r 

PIR dates: 25-Apr-1997 #sequence_revision 25-Apr-1997 #text__change 
20-Jun-2000 



acyltransf erase; fatty acid biosynthesis. 
Synechocystis sp . 
Synechocystis sp. 

Bacteria; Cyanobacteria; Chroococcales; Synechocystis. 
1 (residues 1 to 416) 

Kaneko,T., Sato,S., Kotani,H., Tanaka,A., Asamizu,E., Nakamura,Y., 
Miya j ima, N . , Hirosawa,M., Sugiura,M., Sasamoto,S., Kimura,T., 
Hosouchi,T., Matsuno,A., Muraki,A., Nakazaki,N., Naruo,K., 
Okumura,S., Shimpo,S., Takeuchi,C, Wada,T., Watanabe,A., 
Yamada,M., Yasuda,M. and Tabata,S. 

Sequence analysis of the genome of the unicellular cyanobacterium 
Synechocystis sp . strain PCC6803. II. Sequence determination of the 
entire genome and assignment of potential protein-coding regions 
DNA Res. 3 (3), 109-136 (1996) 
97061201 

Location/Qualifiers 
1. . 416 

/organism="Synechocystis sp." 
/db_xref="taxon: 1143" 
Protein 1 . . 416 

/product="3-oxoacyl- [acyl-carrier-protein] synthase beta 
chain" 

/EC_number="2 .3.1.41" 

/note="beta ketoacyl-acyl carrier protein synthase; 
protein slll069" 
Region 27 . .412 

/region_name=" domain" 

/note="3-oxoacyl- [acyl-carrier-protein] synthase I 
homology #label OAS" 
Site 167 

/ si te_type=" active" 
/note="Cys" 
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361 iaedkvppti nlenpdpecd ldyvpgqsra livdvalsns fgfgghnvtl afkkyq 
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